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Initial peptide concentrations ranging from 5 mgmL-1 to 0.02 mgmL-1 covering 2 orders of magnitude. No specific statistical method was used
to determine the range of concentrations studied. Analysis of the data revealed that at the lowest concentrations no significant differences in
cell number of apoptosis were observed (figure 5) therefore we beleive this provides justification for the sample size chosen. Additionally the
concentrations used cover the complete range of concentrations used to determine the cytotoxicity of other amyloid species in similar papers
(i.e aBeta).

No data was excluded

For the MTT assays the results shown are the mean of three independent experiments, all attempts at replication were successful. For the
flow cytometery assays the results shown are the result of three independent experiments, the scatter plots (figure 5c) show representative
results from one of these experiments, figure 5d shows the mean of these three independent experiments. For the flow cytometry assays all
attempts at replication were successful. All experiments performed were performed as three independent experiments to confirm
repeatability of these experiments, all attempts at replication were successful, many of the AFM experiments in this paper were reproduced in
separate laboratories in Australia (La Trobe) and Switzerland (ETH).

Automated analysis was performed for the MTT assay using a plate reader and the same gating strategy as the control samples were applied
in flow cytometry analysis to avoid operator bias and consequently reduce the necessity of randomization of the samples. Further no
randomization was performed for either the AFM analysis (FiberApp) or secondary structure analysis of the CD. However as this analysis is
performed in a semi-automated manner by computer based algorithms we believe this has reduced the necessity of randomizing these
samples.

Automated analysis was performed for the MTT assay using a plate reader and the same gating strategy as the control samples were applied
in flow cytometry analysis to avoid operator bias and consequently reduce the necessity of blinding of the samples. Further no blinding was
performed for either the AFM analysis (FiberApp) or secondary structure analysis of the CD. However as this analysis is performed in a semi-
automated manner by computer based algorithms we believe this has reduced the necessity of randomizing these samples.




